[Effects of manure application on the diversity of corn root endophytic bacterial communities at seedling stage in eroded Mollisols.]
In order to investigate the change of root endophytic bacterial communities under soil erosion condition, and to evaluate the response of root endophytic bacteria to manure fertilizer, we adopted the LNA-PCR clamping and 454 bar-coded pyrosequencing methods to study the corn root endophytic bacterial communities under 30 cm topsoil erosion and manure fertilization conditions. No topsoil removing (0 cm) and only chemical fertilizer treatment were used as control. A total of 37820 valid sequences of 16S rDNA were obtained, mainly distributed in 4 phyla, 35 classes, 214 genera and 782 OTUs. The dominant phyla were Proteobacteria, Firmicutes, Actinobacteria and Bacteroidetes, but their proportions varied in different samples. The diversity of corn root endophytic bacteria decreased in soil erosion condition. In the topsoil removing soil and no erosion soil, the diversity of corn root endophytic bacterial communities increased by manure application, and the effect was more obvious in the topsoil removing soil.